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2. Pubpeer Comments 

This article reports XBP1 and Fox01 have roles in HD via an ER stress mechanism. 

Supplementary Figure 4A and D are more related than not. 

In both figures ATF4/shCTR lanes are identical but the two attached lanes to the right are 

different. In 4D, the splice is clearly visible. 

In the Hsp90 lanes, three of the four bands are the same. They are bands 2-4 in part A, 
and the bands 1-3 in part D. 

 

 

 

3. Answer 

These experiments were performed by Dr. Rene Vidal (Postdoctoral fellow). We apologize 
for the initial mistake, but this error was corrected in the year 2012 
(https://academic.oup.com/hmg/article/21/10/2245/2900667). The problem arises because 
there are two versions of the supplementary figure 4A are still available online in different 
platforms.  

In the old version of this figure, in panels A and D we tested the efficiency of shRNA 
knockdown in stable cell lines for the genes XBP1, ATF4, and control and then monitored 
ATF4 and XBP1 expression by Western blot. These 3 cell lines were generated at the 
same time and thus used the same control shRNA in most experiments. This is why in 
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both panels A and D the control image (shCTR) were the same (from the same blot), 
repeated twice in both panels figure (Figure 1A). We apologize for this mistake since it was 
not mentioned in the figure legend. As soon as we noticed this error we contacted to the 
editor and send the original data to take actions, and performed an online replacement of 
the supplementary figure 4 including a new experiment (Figure 1B). They decided to 
replace the supplementary material for a new one without any correction since there was 
no error in the figure, just that it was not properly mentioned the splice (see interchange of 
emails during 2012 in Figure 2). This case was considered close in 2012 by HMG and no 
further actions needed.  

Unfortunately, we noticed an additional error when selecting the Hsp90 bands for 
loading control of the supplementary figure 4A, because the selection of the bands 
moved one well including another lane that should not be considered (Figure 3A). For full 
clarity, here we provide the full scans of the online and corrected supplementary figure 4 
(Figure 3). Importantly, the biological conclusion of the experiment is not altered by this 

mistake. 

We have contacted the editorial office of Human Molecular Genetics to replace 
supplementary figure 4 with the corrected version of the figure if needed (see attached 
email). The editors considered that our responses are satisfactory and no further 
actions are required (see email). Raw data and explanation have been posted in 
Pubpeer. 

 

 

Figure 1. Side-by-side comparison of both online versions. (A) Original version of the 
supplementary figure 4 containing the image duplication as explained in the text. (B) 

Corrected supplementary figure 4 available online in the HMG site. 

Original supplementary figure 4 Corrected supplementary figure 4 by HMG
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Figure 2. Exchange of email by the editorial office of HMG indicating that the correction 
was done online for the supplementary figure 4. 



 

Figure 3. Raw data presentation (A) Raw data of the corrected supplementary figure 4A. 
(B) Raw data of the corrected supplementary figure 4D. Both figures are available online 

at the HMG site. 
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New email to editor: 
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