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2. Pubpeer Comments 

Supplemental Fig. 1C: Blot doesn't match with the raw data. Could authors check please? 

 

 

3. Answer 

We apologize for this mistake that occurred in figure preparation. These experiments were 
performed by Estefanie Dufey and the error generated when the PhD student Matias 

Gonzalez reformatted the figures. There are basically two issues identified here: 

1. During figure preparation the red rectangle in the data source to indicate the 
cropped image moved up and selected a non-specific band that was above the 
signal of the phosphorylated form of eIF2α. We didn't notice this despite having a 

clear positive control with Tunicamycin treatment (Figure 1A). 

2. When we assembled the final figure the areas did not match to all panels, and to 
maintain the symmetry of the figure the image was enlarged in the height (instead of 
rescanning the original film to include a larger area). We apologize for this practice of 
stretching this band, but as you can conclude the figure matches with the raw data 
provided.  

A correction at the journal has been filed and accepted (see figure 2) to replace the 
supplementary information at Nature Communications with a corrected version (Figure 1B-
C). We apologize for this mistake in figure preparation. Importantly, the biological 



conclusion of the experiment is not altered by this mistake. Raw data and explanation 
have been posted in Pubpeer. 

 

Figure 1. Raw data presentation and figure correction. (A) Band selection of the raw 
data blot of the phosphorylated form of eIF2α in the old version of the manuscript 
submitted to Nature Communications Journal. (B) Corrected band selection of the raw 
data blot. This selection includes two bands where the lower one corresponds to the 
specific signal of the antibody. (C) Corrected supplementary figure 1 submitted and 
accepted as correction in Nature Communications (*, unspecific band, the arrow indicates 

the specific band for P-eIF2α). 

 

Email by the editorial office of Nature Communications: correction accepted. 
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